Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.036; wR factor = 0.090; data-to-parameter ratio = 17.5. organic compounds o2748 Mughal et al.
In the title compound, C 14 H 13 Cl 2 NO 2 S, the dihedral angle between the aromatic rings is 62.21 (7) and the C-S-N-C group adopts a gauche conformation [torsion angle = 60.22 (17) ]. In the crystal, N-HÁ Á ÁO hydrogen bonds link the molecules into C(4) chains propagating in [010] . A short intermolecular ClÁ Á ÁO contact of 3.1115 (17) Å is seen.
Related literature
For related structures, see: Mughal et al. (2012a,b) .
Experimental
Crystal data C 14 H 13 Cl 2 NO 2 S M r = 330.21
Orthorhombic, Pbca a = 13.0069 (11) Å b = 10.0775 (9) Å c = 22.408 (2) Å V = 2937.2 (4) Å 3 Z = 8 Mo K radiation = 0.58 mm À1 T = 296 K 0.30 Â 0.20 Â 0.18 mm
Data collection
Bruker APEXII CCD diffractometer 23820 measured reflections 3260 independent reflections 2377 reflections with I > 2(I) R int = 0.045 Refinement R[F 2 > 2(F 2 )] = 0.036 wR(F 2 ) = 0.090 S = 0.98 3260 reflections 186 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.26 e Å À3 Á min = À0.31 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: APEX2 (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97. supplementary materials Acta Cryst. (2012) . E68, o2748 [doi:10.1107/S1600536812035787] 2,5-Dichloro-N-(2,3-dimethylphenyl)benzenesulfonamide
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Comment
The title compound, (I), (Fig. 1 ) was examined as part of our ongoing interest in the structural chemistry of sulfonamides (Mughal et al., 2012a,b) .
The dihedral angle between the C1-C6 and C9-C14 benzene rings in (I) is 62.21 (7)°. The C1-N1-S1-C9 linkage adopts a near-ideal gauche conformation [torsion angle = 60.22 (17)°] and the bond-angle sum about N1 (H atom freely refined) is 349°, possibly suggesting a hybridization state intermediate between sp 2 and sp 3 , which was also observed in a related compound (Mughal et al., 2012a) . The largest bond angle at the distorted tetrahedral S atom is O1-S1-O2
[119.69 (9)°], which again is typical for this class of compound (Mughal et al., 2012b) .
In the crystal, the molecules are linked by N-H···O hydrogen bonds (Table 1) to generate C(4) chains propagating in [010]: adjacent molecules are in the chain are generated by glide-symmetry. A similar chain occurs in N-(2,3-dihydro-1,4benzodioxin-6-yl)-4-fluorobenzenesulfonamide (Mughal et al., 2012a) , although in this case, adjacent molecules are generated by translational symmetry. Conversely, in 2,5-dichloro-N-(3-methylphenyl)benzenesulfonamide (Mughal et al., 2012b) , pairs of N-H···O interactions lead to inversion dimers in the crystal.
Any aromatic π-π stacking in (I), if it exists at all, must be extremely weak, as the shortest inter-centroid ring separation is 4.0550 (12) Å between inversion-symmetry related C9-C14 rings (slippage = 1.906 Å). A short intermolecular Cl···O contact of 3.1115 (17) Å occurs (van der Waals′ radius sum for these species = 3.27 Å).
Experimental 0.1 g of 2,3 dimethyl aniline was dissolved in 15 ml dichloromethane and 0.2 g of 2,5-dichloro benzene sulfonylchloride was added: the mixture was stirred at room temperature overnight with the pH maintained at 8-9 with triethyamine. On completion of reaction (after TLC) the mixture was poured into a separating flask and 1 M HCl solution added. The lower DCM layer was separated and the solvent was allowed to evaporate at room temperature. Brown blocks of (I) were recrystallized from acetonitrile solution at room temperature in 96% yield.
Refinement
The N-bond H atom was located in a difference map and its position was freely refined. The C-bound H atoms were placed in calculated positions (C-H = 0.93-0.97 Å) and refined as riding. The constraint U iso (H) = 1.2U eq (C,N) or 1.5U eq (methyl C) was applied. The methyl groups were allowed to rotate, but not to tip, to best fit the electron density.
Computing details
Data collection: APEX2 (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication:
SHELXL97 (Sheldrick, 2008) .
Figure 1
The molecular structure of (I), showing displacement ellipsoids at the 50% probability level.
Figure 2
Fragment of a C(4) chain in the crystal of (I), with N-H···O hydrogen bonds shown as double-dashed lines. All C-bound H atoms omitted for clarity. Symmetry code: (i) 1/2 -x, y + 1/2, z. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2,5-Dichloro-N-(2,3-dimethylphenyl)benzenesulfonamide
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.36432 (15) 0.2392 (2) 0.27761 (9) 0.0380 (5) 0.9600 S1-O2 1.4235 (14) C7-H11C 0.9600 S1-O1 1.4323 (14) C8-H12A 0.9600 S1-N1 1.6098 (18) C8-H12B 0.9600 N1-H1 0.87 (2) 
